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Fig. 1 Morphological image of Chroococcidiopsis CHAB1690
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A. colonies, Scale bar=50 pm; B. Arrow indicats the thin, firm sheath without cells, Scale bar=10 pm; C. Arrows indicats the daughter cells of
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A NEW CYANOBACTERIAL GENUS CHROOCOCCIDIOPSIS
(XENOCOCCACEAE) FROM CHINA

LIU Yang, ZHU Meng-Ling, XU Yao, YU Gong-Liang and LI Ren-Hui
(Institute of Hydrobiology, Chinese Academy of Sciences, Wuhan 430072, China)

Abstract: Chroococcidiopsis, a unicellular cyanobacterial genus, distributes worldwide, and was found in extreme en-
vironments, but no Chroococcidiopsis species were reported from China. In this study, we successfully isolated a
Chroococcidiopsis strain, encoded CHAB1690 from the Taihu Lake. This strain was morphologically similar to the hot
spring species Chroococcidiopsis thermalis, however, low similarity of the 16S rRNA gene sequences (91%) and habitat
difference distinguish this strain from C. thermalis. Including the Chroococcidiopsis CHAB1690 strain in the present
study, the phylogeny based on the 16S rRNA gene sequences revealed that Chroococcidiopsis is a polypheletic genus,
and the reported Chroococcidiopsis species need thoroughly polyphasic reexamination.
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