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Tab.1 Information of polymorphic microsatellite markers of S. sichangensis
i S Loci 3| 4% FPrimer sequence (5'—3") Rie%iﬁi . Siz’j filjgz’&p) LEJ?%)ET m

55010 GCAAAATGTGCTGCAAGACG (TGTAR2 223310 55

55017 TCACTCGTTCGCTCATTCACT (TCANT 97140 %

SS018 GCACCACCCATCTGTTGTTG (ACAII e 11 .

AATCCCACAGCTTTTTCACACA
GTCCAAAATATCATTTAGCCCAGCA

88025 AAGGTGGATGGAGGGAAATCTG (CTGT)21 74157 >3
iR wows won
5036 ATCAAACTCACAGOT AGOCAD (TGTTY 248283 55
55042 AAAGTCATAAATCCTGUACAGTT (TTCT8 164275 3
A oo o s
$5050 CACGTGTGATCGCAGACAAA ATANO S 113 .

GGGAAGGCTTGCTTTACCTTCT

AGGTTTGGGATAAGTTCAGGGAC
85051 TAACAGATTCCATCCAGGGCT (ACA)I0 252281 33

AGCTCTTAAATAGGCCAAGTGTT
$8053 AAGGTGGTGGTGTTAAGGTGT (GATA)23 134—225 3

AAAACCCTACACACCCTGCTT

S8055 GGCTGCTCATGCAAACCAAT (GATA)22 109—196 3
S5061 TOTATOTGCAGOATOAGAGOG (Tcot o151 6
55063 AAAAACAGCOTGACGTOGATG GAIL 151183 55
5064 ACTGCTCITTACGICCTCTO0 (AGAR6 105182 57
55066 COGATOCOOATIACTACAG amiz 73108 6
55073 ACACCTGTTCAGTGAATCATCC (AATHIL 195227 51
5075 CCACAGACTGCACTTGCACA (AATIL 181213 54
$5080 TGTTAATCTGCTGCCGTGGG (GG 74200 s

GGAGCGGGTTAAGAAGACACT
GCTGATACCTGTTTAGCTGTTGC
S5083 TCCACTCCGTTAGATGAGGTC (GATA)4 125300 37

GCAGTAGGCAATTTGCAATAAGT

§5090 ATCCACACACACACGACTGG (TATC)31 95—258 3
oo e s
G w0 s
moo mow s
anon e
wreon oo s
dows ws s
$S129 TGTGCTGGACAAACATGCTG (TCA)20 211-—258 53

AGGTCAAAGGTTAGTGTTGGGT

CAGCACAAGTGGAAGAACACTTT
88144 AAAGACCAGTTTAATGGGAGCA (ATAG)12 79—126 54

TE: AL 5 B E b A% 2 GenBank, H3% 5 AMH745718—MH745746
Note: Information of all loci was submitted to GenBank (Accession numbers: MH745718—MH745746)
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7—28; AR PP LT 20 4% A B B e, N0.669;
K EE R R I B EE 2 A B B s, N0.890; 5 & B
THE LU 2 5 P R0 A EE 2 5 B B AR, 0 )2 0.520 A1
0.867; > 7K Fhf~F 34 2 45 B & &5 = 40.868 .
AN FRTE 43 S A5 2 21 8 AN A7 A Al 25 I Jel 5L AP %~ #
Firf s ER AR VG B AR AR P 2 S E RS R
KT0.86, R PE 2SI ) LA PRI 8 7% 2 AR 1
AT K

X} 7 5 L AR A AN R EE R R AT 1 R FE B
TR T B E R 3), 45 R BN, K HEE.
TRAKEE 2F GH AP EEIRC B3 4k, 1 21 7K
S AN B B E R (P RT
0.25, P<0.01). ¥ Z0HTRIRGE 4), BEE R
SRR T R 9 (96.67%), FEAA 8] 3844 48 FAX
N3.33%.

%3 FOSEHINFIEE IR IE SRR

Tab. 3 Pairwise F; estimates 4 populations of S. sichangensis

it SN b
Population JKHAEST FHR/KEICSZ FEEMT  J/KIXS

/K ST — 0.461 0.267 0.000*
ARKECSZ  0.02349 — 0.062 0.000%*
FEEMT  0.02468  0.02749 — 0.000%

SIKFIXS 030812 037156 0.26641 —

T = MR RS A 0 RE(F); E=MAAKRPHE,
N e

Note: F in below diagonal; P-value in above diagonal, * P-
value<0.01

Fz 4 FKATEEERH S FEZIH
Tab. 4 Analysis of molecular variance (AMOVA) for S.

sichangensis

25 5 SR ST F TRAG TERESE
JTANOR Sumof  Variance Percentage
Resource S
squares __components variation
FEPR I Among
populations 80.765  0.30840 3.32635
FEAAR A A4 8] Among
individuals within 2058.491 8.96312 96.67365
populations
&l Total 2139.256  9.27152

2.3 ThEHRLLEWN

FIH Structure X AFHEAT FHAELE AL 0BT, TH LA
HK=2 4 LU AR (R A AR I U S BE S H, B4 Pt
120274 & IR f AN A 0] 23 AP AS SRR, Qi 2FT
N, ARV K BE 23 AR R AS [A] 1 I 8 4, Ak H
B, RKEEE GEMBEN LT SRS T —
B, 17 23K R B R T A A — N R, 5
WAL I3 5 BT 25 AR — 2

3 it
3.1 WIDES|iEik
6 5 R TR 43 B 4 R LG /N Fr BRDNA 7 b

100%

10% ! k.1l |

ST CSZ MT XS

2 VHE IR SHAT RS R 2 A

Fig. 2 Population structure of S. sichangensis
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RO T B AR TETT R A ) 323
3.2 FEENSFESE A FHE

AW 2R AR L Z . IR 2 R
AR ARG LN, Hh sk 2% R P 2 FE 1
ARG L MR, B2 A2 R0
FEBEH I . A RRF AR B AL 22 1
BRZ 50, B4 A EAE0.550.8 2 1A Bl v I\ A i%
PR R E R E 2R, AR T, T B A
KL 75 7K e FLSZ IR B A PR EE R I 2 A FE (B 3
KT0.5, RIS Pt s AL 2 FE DRSS Ak T8 K
Fo 2HEEGEREMERRF B2 S
HHE A%, BotsteinZs P A K24 PIC>0. 55, 407 A BT Ky
2 AN RS B EEPICI K T0.5, %
HH G B TR SR 5 P B R 22 R I R, 10 BRI e R
PR BIR R 4F, B — € B RS e 1 .
33 MELRHFEE S K SIEEFHE

TG AT B o 2 98 7 R 1) 183 % 0 A
(I E S . Wright™ " WA R EEAF,<0.05, T
F R LR TE L #70.05<F<0.15, I3 B Fh % A
TEAER 04k, 450.15<F<0.25, Mo E k. 7
AR, AR TKHE S FRKE. 5 G F R
WAL AL R /N T0.05, 0T TR R EE (A G 52
Ak TSI KR EE S TR F 3 K T0.25, 17
R E . MBS LS s RAFES LR
S — 3, KRR B SR O — N R, 1T
WML SR T 8, BN N EREE

VG S AR 5 5 DU 1] A R AL, 7 O 1 O
TE H AR AT 5 2 I Tl A ok A e b 52 IR
feREERE, BT RS, 2K e S
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ISOLATION OF MICROSATELLITE LOCI AND GENETIC DIVERSITY
ANALYSIS OF SINOGASTROMYZON SICHANGENSIS

ZHANG Zhi"?, YU Dan', LIU Fei' and LIU Huan-Zhang'

(1. The Key Laboratory of Aquatic Biodiversity and Conservation, Institute of Hydrobiology, Chinese Academy of Sciences,
Wuhan 430072, China; 2. University of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: Sinogastromyzon sichangensis is a small-size fish endemic to the upper Yangtze River mainly distributed in

main stream and tributaries. Twenty-nine polymorphic microsatellite loci of the S. sichangensis were isolated by next-

generation sequencing techniques. Four wild populations in Chishui River were amplified by 20 loci with mean alleles
14.5. The mean observed (H,) and expected (H,) heterozygosity were 0.620 and 0.882, respectively and the mean poly-
morphic information content (P/C) was 0.859. The H, ranged from 0.520 (Maotai Town) to 0.669 (Chishui Town) and
PIC ranged from 0.841 (Maotai Town) to 0.868 (Xishui River). The F; value and analysis of population structure re-

vealed a genetic differentiation between populations from Xishui River and the main stream of Chishui River. AMOVA
showed that the genetic variation was 3.33% among populations while it was 96.67% within populations. These novel
loci could use to investigate the population genetics and biological resource conservation strategy in S. sichangensis.

Key words: Sinogastromyzon sichangensis; Microsatellite; Isolation; Genetic diversity; Genetic differentiation
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