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The transverse sections of 2-month-old zebrafish liver. A, liver of
traf6’/7 zebrafish. B, liver of wild-type (wt) zebrafish. Liver
nucleus were indicated by arrows. Stars for the Lipid droplets of
hepatocytes. Scale bars, 20 um
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tissues between wild type and #raf6 mutant zebrafish
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The fbxo32 mRNA expression was examined by in situ hybridization on cryo-sections of livers in traf6 mutant (tmf6+) and wildtype
(traf6+/+) zebrafish with fbxo32 antisense (A, D) or sense probes (B, E). A, B. sections of traf6+ zebrafish liver; D, E. sections of tmf6+/+
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Fig. 5 The cellular distribution of fbxo32 mRNA in zebrafish liver tissues
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The transverse sections of 2-month-old zebrafish livers, including the traf6+ liver (A—C) and the z‘raf6+/+ liver (D—F). The signals of
fbxo32 mRNA were shown in purple. The arrows indicates the hepatocytes with round nuclear. be, for blood cells with oral nuclear. 1d, for

the lipid droplets of hepatocytes. Scale bars, 20 pm
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THE EXPRESSION ANALYSIS OF FBXO032 GENE IN LIVER OF TRAF6
MUTANT ZEBRAFISH

WU Shi-Pei”?, OU Mi’, LI Kai-Bin’, XU Qiao-Qing' and XU Hong-Yan" >’

(1. College of Animal Sciences, Yangtze University, Jingzhou 434025, China; 2. Key Laboratory of Tropical & Subtropical Fishery

Resource Application & Cultivation, Ministry of Agriculture, Pearl River Fisheries Research Institute, Chinese Academy of Fishery

Sciences, Guangzhou 510380, China; 3. Key Laboratory of Freshwater Fish Reproduction and Development, Ministry of Education,
College of Fisheries, Southwest University, Chongqing 400715, China)

Abstract: fbxo32, a muscle-specific E3 ubiquitin ligase, can enhance protein degradation to associate with atrophy.
Here, we found that 77af6 mutant zebrafish liver fbxo32 mRNA level increased dramatically. To find out the role of
fbx032 in liver disease, we performed histological analysis of mutant and wildtype zebrafish liver. The result showed
that the mutant liver exhibited apparent characteristics of liver atrophy, such as loose liver tissue structure, irregular ar-
rangement and rare lipid droplets of the hepatocytes. The qRT-PCR result showed that fbxo32 mRNA was widely ex-
pressed in most tested tissues with the highest level in ovary and low level in liver of wildtype zebrafish. Especially,
compared with the wildtype, the liver fbxo32 mRNA was elevated about 100 folds in the traf6 mutant. Additionally,
fbx032 mRNA was mainly distributed in hepatocytes based on in situ hybridization, but cannot be detected in blood
cells. The signal of fbxo32 mRNA was much stronger in #raf6 mutant liver. These findings indicate that the knockout of
trafd might induce the expression of fbxo32 mRNA in liver and result in liver developmental abnormality and atrophy.

Key words: Hepatic atrophy; fbxo32; traf6 mutant; In situ hybridization; Zebrafish
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