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Tab. 1 Characteristics of the genomes of 4 iridoviruses report ed
LCDV-1° CcIvi ISKNV ¢ TFV!
(bp) 102, 653 212,482 111, 362 105, 057
GC 29 07% 28.63% 54. 8% 55.01%
ORF a 195 468 124 105
b 40—1199 40—243 40—1208 40—12%
197 2001 2001 2002
G enBank 163545 AF303741 AF371960 AF389%451
[ 15] [17] [ 19] [5]
a. ORF: (Open Reading Frame) ; b. ;¢ LCDV- 1: Lymphocysts disease virus 1,

I ;d CIV: Chilo iridescent vimus,

5
transferases, Mtases)

DNA

( Cytosine DNA methy}

; e. ISKNV: Infectious spleen and kidney necrosis Iridovius,

EHNV ISKNV  TFV
(Major capsid protein, MCP)

;f. Tiger frog viws,

[5,15,16]

5 DNA
FV3
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, 4. 8kD' !
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DNA LCDV

DNA

(2, 21, MCP
[ 23]
( Ribonucleotide reductase)
. DNA
. RSIV
, RSIV
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p31 Schmitt FV3

p31 \ p3l  FV3

51 ISKNV p31 %1

29. 5kD 2]
, , 3 2
7 LCDV-1

—MCcP
49KkD, 90% FV3
MCP L7 Mao
FV3  MCP . 1575bp LCDV-1 MCP
459 :FV3  MCP 463
; [ VP22 ( Simulium iridescent virus
type 22,1 [V 22) 472 ; IV 1
(Tipula iridescent virus type 1,11V 1) 464
JIV6( CIV) 467
5 3
)
) McCP )
65. 9(70[28]
MCP
[ ¥,28,30] )
, PCR
DNA ,MCP 5
( , 5 GACITGGCCACTTATGAC 3 ; \
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531bp (A
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: AY 294406; FV 3,
DNA
DNA
(Asfarviridae)

, 3B

5-3
DNA
( Phycodnaviridae) ,

: No L63545

Partial comparison of MCP ammno acids among 3 RGV isolates, FV3 and LCDV- 1. RGV9506, GenBank Accession No. AF 192509; RGV9807, GenBank

A ccession No. AF 192508, RGV9808, GenBank A ccession No AY294406; FV3, GenBank Accession No U36931; LCDV- 1, GenBank A ccession No 163545
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