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Tab.2 Hybridization dficiency of probes used in this sudy
(%)
Probe Totd mo.of SSRs  Repeat type  No.for each type  Percentage for each type Sequence metches the probe Hybridization dficiency
Biotin- (GT) 13 AC/ GT 40 9.9 40 90.9%
AG TC 2 4.5 0
4 1 2.3 0
1 2.3 0
2 78.6 0
Biotin- (GGT) o 28 3 10.7 3 10.7 %
Biotin (CTAT) ; 3 10.7 1 3.6%
2.4
30
( 3, GerBank 12 14
DQ159292 —bQ159321 , 46.7 %
30 , 12 ( 3, ( 4
3 30
Tab.3 Thirty microsatdlite primer pairs and their PCR results
(5 3)
Locus Primer sequence Repest notif PCR resut
F: TTTGGAAATTGCTAGACTGTGG
PSSRI AC
YH R:CCTCTTACGCAA GATAAAA GTGG (A5
v F: GAGCA GGAAATGCTGAA GGTAT (AQ =
S R:CTTTGTTTTCCTOCAAAA GGTG
F:CCTCTGICTCTATTCCCTCTTCC
PSSR3 cA
YH R: TCTTTCTGCATICTGGTGITTC (CN (R
F:ATACTGGCAACA GCCACTA GGT
YRPSSRe R:CACATTCTTTCCCTTTTTGICC (6D
F:AA GGGAAAA GAATCTGAAAAA GAAC
YRS R: TGAGTGAAACCA GAGCACATTT (GD w0
P F:AATGGAA GCAAACTGAATGTCC ()
SR R: GGTCCATCTATATTGCCACA GA
F: TTCAA GGTA GAATCCGCA GAA
PSSR CcTo0) s  (TCC
YFPSSRI2 R: CAA GA GGGAA GGA GGAAA GG (CTe0, (TCCDs
F:CAGGCATATTGGGGGATAGT
YFPSSRI3 R: TOCA GAA GTCCTA GOCAAATTC (GNs (CNs
F: GCAAA GACATGGAA GCAACC
lco
YFPSSR16 R.TGCT T TTATTT (GT) 10CGC(GT) 22
F:CCTCTCCAAATGGATGICAAA
PSSR AC) xTC(AC
YRR R:CA GGTGAA GACTGTTA GAGAAACG (A 2TC(AC)s
PSSR F:TTTTGICGAGGATTTTTGCAT 19
SR R: TGCA GA GGAAA GAACATCCA @
F: GGAATCACTTA GGATGCTTTCA
PSSR20 CA
YH R:CCTCTCTGGGITGITTCTTGIT (CA)y
F:CAGCATAATGOCCTTGAGAAAC
PSSR? CAA
YFPSSR26 R: TGITGGCCATCTGIATGICTTC (G
F:CCAGAGGAATATAA GGCAGCAT
PSIR? AC
YRPSSR2T R:AAATTATGGTGGTACCGGATTG (A9 s
F: TOCA GTGCTCTAAAA GTCA GCA
CA) .CT(CA
YFPSSR28 RoT GIATGTOCAT G (CA) 4CT(CA) 10
F:CTQC T
e 5 CT GITCTCACTGAATGG (@GN

R:TTCTTCCACTTTCACCATCTCC
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(5 3)
Locus Primer sequence Repeat notif PCR resuit
F: TOCGTA GGCTTGGTTCTTGIAT
YFPSSRA2 &
R:AGGGGACCCTAAGTTTTCAGAG (GD (G
F: COCCATACTCCTACACTTCTCC
PSSR TO) 13(AC
YFPSSRAS R:ACTTCCTAAAA GOOCTCAAA GC (T8 12(AC) 10
F: CTGAACTGGGGAAA GCTACA GT
AC) 3(Q0) »(AC
YRPSSRAT R: TA GA GA GTGA GCTTCGGGACTC (A93(C2(A0 =
F: GCACCTGGGTACTGICCATATT
PSSR5: cA
YFPSSRE9 R:TCTTCCAAATACCTGOCTTCAT (s
F: GTGA GOCTCAATGTACCAAAAAC
PSSRE0 AC
YH R:CTGITCTGITGGTTTTOCTTTC (AQ)s
F: TCAGACGTTCTGATTGAATTGG
PSSR6 GATA) 1,TA (GATA
"H 1 R:ACTTGAACA GITCTCGGTGGIT ( )2TA( )2
F: GATGCTGGA GGA GTCCAATAAC
cA
YRPSSRE2 R: TGACTGGTATGTGOCGTGATAC ()5
F:CCTCA GTGTTGTOCAGAGAAAAT
YFPSSR64 GA) ;GG(GA
R: GCCTTTOCTCACTTCACACTCT (GV)sGE(G) 1
F: CA GCA GGTCCTTATTAGTCATCC
PSSRE ccA
YH 5 R: TGGTACA GATGAACTGGITTGC (0
F:AGACTOCAA GTOCACAACTGCT
PSSR6 AC)
YFPSSR66 R:CTA GGA GTCTGCA GTCCGAAAG A9
F: COCATGAA GA GTGTGTACGTGT
PSSRE AC)
YRRSSRéY R:TTA GGCA GTCTGGCTCAACTCT Ay
F: GAGGACA GGGTGGIATGTTGTT
fco
YFPSSRE9 R:CATA GTCACCA GTGCATTTCCA (G 1(G0) 4(GD 4
EPSSRTE F:AATGA GCATGGA GGTATTCCAA (A0
R:ACTCTGCA GGECAAAAATAGAG s
F: TGCAA GGCA GAAATATA GGACA
.
YFPSSRTO R: GTCGAACATCTAA GGACTTGAA (63
4 14
Tab. 4 Characteridics o 14 polynorphic microsatdlite lod in this sudy
(
Locus Sze range (bp) No. o dldes Ho He Optimum T,
YFPSSRL 163 179 8 0.667 0.806 60
YFPSSR8 172 a2 5 0.417 0.747 58
YFPSSR12 170174 2 0.417 0.469 58
YFPSSR17 155163 4 0.083 0.635 60
YFPSSR18 150 —168 7 0.167 0.764 60
YFPSSR20 128138 4 0.417 0.705 60
YFPSSRA2 169 —195 7 0.667 0.764 60
YFPSSRAS 156 —202 6 1.000 0. 646 58
YFPSSRA47 179 —221 13 0.917 0.8%2 59
YFPSSR59 155 —175 6 0.417 0.698 58
YFPSSRE0 109 —141 6 1.000 0.743 60
YFPSSRE4 204222 7 1.000 0.781 60
YFPSSR66 153 —161 3 0.583 0. 656 60
YFPSSRE9 189 —199 4 0.250 0.629 58
5.86 0.560 0.709
2.68 0.318 0.099
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A PILOT STUDY ON ISOLATION OF MICROSATELLITEDNA IN THE YANGTZE FINL ESS
PORPOISE ( NEOPHOCAENA PHOCAENOIDES ASIAEORIENTALIS)

ZHENGJinr$ng' ? LIAO Xiao-Lin'? , TONGJin- G®u' and WANG Ding'
(1. Ingtitute d Hydrobidogy , Chinese Academy d Sciences, Wuhan  430072;2. Graduate Schod o the Chinese Academy d Sciences, Beijing  100039)

Abstract :To the amd developing pecific mcrosatellite markersfor the endangered Yangize finless porpoi se Neophocaena pho-

caenoi des asi aeorientalis ,72 nicrosatellite DNA sequences were idlated usng an inproved FIASQO (Fag Islation by ARLP of

Sequences Gontaining Repeats) protocol . According to Weber’ s dlassfication rules these sequences were divided into three cate-

gories: perfect repeat sequences (58.3 % o totd) ,inperfect repeat sequences (22.2 %) ,and conpound repeat sequences
(19.5 %) . Thirty PCR primer pairs were designed and syrnthesized ,and then screened by a sanple pand of 12 random sdlected
Yangtze finless porpoi ses. As a result ,14 of themwere proved to be polynorphic exhibiting 2 to 13 dldes (mean 5. 86 dldes lo-

cus) . Thelr average observed heterozygosity and expected heterozygosty were 0. 560 and 0. 709 respectively. These are the firg
batch of specific mcrosatdlite markersfor the Yangtze finless porpoise ,and they should play great role in succedent conservetion
gendtics gudies

Key words: The Yangtze finless porpoi s2 ; Neophocaena phocaenai des asi aeorientalis ; FIASOO ;Microsatellite DNA ; Rolymorphism



