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Fig.2 Comparative analysisof DM damain of Dmrt in different ecies
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CLONING AND SEQUENCING DM DOM AINOF THEDMRT GENE
FROM THE CHINESE GIANT SALAM ANDER, ANDRIAS DAV ID IANUS

X0 Tiao-Yi', WU BaoLin', GE Xi-Kai', QJ JianMing, CHEN Kai-Jian', XU Bao-Hond',
QU | Shutiang and ZHANG Huai-Yun"*
(1 College of Animal Science Hunan Agricultural University, Changsha 410128; 2 Central South U niversity of Forestry and Technology,
Changsha 410000)

Abstract: The Dmrt genes constitute a newv gene family related to sex-detemination, which encoded putative transcription
factorswith a conserved DM damain that initiates genetic process in early development through itsSDNA binding ability S
far, theDmrt genes have been discovered in awide range of animal gpecies, such asfish, anphibian, reptiles, birds, and
manmals, which evidently revealed the evolutionary conservation of Dmrt gene fanily Amphibians is a key in the evolu-
tion during the agquatic and the terrestrial, the research of Dmrt gens in Andrias davidianus, which was a very important
group in phylogenic evolution, has not been reported In order to confim the evolutionary conservation of Dmrt gen family
in Andrias davidianus, degenerate PCR primers, designed from a highly conserved region of aligned multiple sequences,
was successfully used for the amplification of theDM damain of the Dmrt gene from the Chinese giant salanander (Andrias
davidianus). A DNA fragnent with about 140 bp in length was obtained by PCR using A davidianus genamic DNA as
template The DNA was cloned and its nucleotideswere determined by sequencing Hamology searching against databases
confimed its identity asDmrt gene fragnent from the A davidianus The sequence comparion analysis showved that the
Andrias Dmrt shared high sequence similarity with Dmrt genes fran M acaca mulatta (91%) , Oryzias latipes (92%) , Ho-
mo sapiens (92% ), Musmusculus (89% ), Bos taurus (91%) and Xenopus tropicalis (84%), but its anino acid se
quence remained at a similar level with other Dmrts (91%). The Arginine of location 19, 34, 36 and 45 was replaced
with cysteine, Glutamine, Tryptophane and Glutamine regectively. The results further indicated that Dmrt genes were
highly conserved in phylogeny and the strong evolutionary conservation of this gene family suggested that Dmrt genesmight
be importance in developmental process
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